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Repeated rounds of DNA replication yield multiple
copies of a particular chromosomal region.
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Regulation of Gene expression

Eukaryotic: regulation of gene expression can take
place at multiple stages during the transcription/
translation process.

1. Transcription control 5. Translation control

Translation

D N A Transcription

2. mRNA degradation control l
3. RNA processing control 6. Protein activity

4. RNA transport and localization control
control
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